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Assess overall susceptibility of species and their

opulations to genetic degradation and extirpation
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Multivariate Spatio-Temporal
Clustering (MSTC) (Hargrove
and Hoffman 2005)
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Figure 4: This project will generate at least 24 predictive maps for each of the
~200 species included in the analyses. These will be made available online.
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Figure 2: MSTC occurrence data (Figure 1b)
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