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Bryce A. Richardson
Research Geneticist
Shrub Sciences Lab, 
USDA Forest Service, Rocky Mountain Research Station
735 N 500 E
Provo, UT 84663

Educational background
College degrees
· Ph.D., Washington State University, 2006, Pullman, WA; major: Plant Pathology
· M.S., University of Idaho, 2001, Moscow, ID; major: Forest Resources
· B.A., College of Idaho, 1996, Caldwell, ID; majors: Biology and Art

Professional experience

· November 2012 – present: GS-440-13 Research Geneticist, RMRS GSD Program, Provo, UT
· February 2009 – November 2012: GS-440-12 Research Geneticist, RMRS GSD Program, Provo, UT
· June 2005 – February 2009: GS-0404-09 Biological Science Lab Technician. June 2001 – June 2005: GS-0404-07 Biological Science Technician. 
· May 1999 – June 2001: GS-0404-05 Biological Science Technician. RMRS FWE Program, Moscow, ID.
· January 1999 – May 1999: Graduate Research and Teaching Assistant, University of Idaho, Moscow, ID
· May 1997 – November 1998 (seasonal): Forestry Science Technician, GS-0462-5
· May 1996 – November 1997 (seasonal): Forestry Science Technician, GS-0462-4
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